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Figure 7 



clone 


C ' 
3 


3' ] 


pene 1 


109979 


TAA'VX} 


T88834 


alpha 1 


I 111088 




1 alpha 1 


I 1 11090 


1 


T81593 j .. 


alpha 1 


I 130046 


Q1 1 A1 Q 

hi IV 1 3 


(R19409) 


alpha 1 


I 135534 




R32856 


alpha I 


I 141246 




R67383 


alpha- 1 


] 145594 _ 


DTAAQ1 


R77746 


alpha 1 


1 171006 




H19291 


beta 1 


1 *. 172284 _ 




H19474 


beta 1 


| 172749 




H19685 I 


beta 1 


| 17S54S _ 




H41126 


beta 1 


1 193174 




H47504 


alpha 1 


| 210768 




H66869 


alpha 1 


I 213616 _ 




H70325 I 


alpha 1 


I 236027 


HoZu7U 


1 alpha 1 


I 248153 _ 




N73325 


alpha 1 


| 24991 




R39000 


alpha 1 


1 26298 


r~j * rtc/vo 


(R20629) 


alpha | 


1 265817 


NZoool 


N21457 


alpha 1 


I 266628 




N22757 


alpha 1 


I 27342 




R37173 


alpha 1 


I 280344 


(N50305) 


N47094 


alpha 1 


I 290894 




N72005 


alpha 1 


1 294142 




N68597 | 


alpha 1 


1 307787 


W21278 


| abha 1 


1 340635 


Woo7u 


W56757 


alpha 1 


1 340683 


W559oo 


W56276 1 


alpha 1 


j 346647 


I1M J AAA 


W74638 


alpha 1 


1 346796 


W795o5 


W79784 


alpha 1 


I 359349 


AA010546 


AA010547 I 


alpha j 


I 364632 


AA022809 


AA022690 


alpha I 


1 39915 




R50455 


beta 1 


I 40764 


R56327 


R56245 l 


alpha 1 


1 45086 


j H08908 


H08824 


alpha 


I 46607 


I H 10267 


H10213 


alpha 


I 49811 


H29080 


H28976 


alpha 


I 60202 




H17962 


beta 


I 50470 




H16811 


beta 


I 66473 


R16018 


R16119 j 


alpha 


1 667794 


AA258686 


AA258608 I 


alpha 


1 69907 


T48654 


T48655 


alpha 


I 72391 


AA394097 


AA293803 


gamma 


1 739009 


A A CDC 


I beta 


I 739014 


<AA42165) 


AA421567 


beta 


1 771303 




AA443638 


1 oamma 






L36675 


1 alpha 


1 2-5 




L36874 


1 alpha 


1 c-01t06 




F01363 


1 alpha 


I o-1rb08 


F03254 


F06981 


1 alpha 


1 c-2td12 


F08836 


F11169 


1 alpha 


I c-28f08 


F03751 


F07521 


1 alpha 


I cDNA 


S69965 


I beta 


I EST01420 


M79265 




1 gamma 


I (HRBAA27 


). 






I EST19193 


AA317129 


| beta 


1 EST2204C 


\ AA319774 


| alpha 



# 09/446628 



Figure 7 cont. 
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Figure 8 
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Figure 9 
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Figure 10 
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. ... i . .. . i .... i .... I t ■ t ■ i ■ i i i I < ■ ii ' ■ ' ' ' ' 

TTTTTTXAGGGGGGAAAACAGGGAATAXAAAAAXAXGGGG 40 
GGGGGTTTTTXXGGGGGGGGGGGGAAAAXGGTTXGGGGGX 80 
XAACCXAAAXAAAXXCCXAXGGGGGGGGXXAXTXAAXTTT 120 
TGGGAACCCAAAGCCCXAGGAGGATTTTTXGTXAAXAACG 160 
TXACCTCXAGTGGGXCGAGGAAGACCAAGGAAAXGCCCAA 200 

210 220 230 240 

■ ■ ■ ■ I ■ ■ . r 1 • ■ • • 1 ■ ' ' ' 1 ' 1 ' 1 1 1 ' 1 ' 1 1 ' 1 ' 1 ' ' ' ' 1 

CXCGGTTGAXCGAGGCTGTGGTGAACAXCGTXCAACXCTG 240 
TGCCCXCCAAXAXCGTGGAGGXGGGGGAGAACATCSCGGT 280 
CACCTCCGGGGTGGTGCGCMAGGAGGACTTGAGGCCATCT 320 
KCCCCCCMACAGGAGGGTGTGGCATCCMAAGARAAAGAGG 360 
AAGTGGCAGAGGAGGCCCAGAGTGGGGGARACTAGAGGGC 400 

410 420 430 440 
■ . ■ ■ i ■ . • ■ ' • ■ ■ i ' ■ • • • 1 ■ ■ ■ ■ 1 ■ ■ 1 ■ 1 1 ' 1 ' 1 ' ■ 1 ' * 

TACAGGCCAGCGTGGATGACCTGAAGAGCGCTCCTCTGCC 440 
TTGGACACCATCCCCTCCTAGCACAAGGAGTGCCCGCCTT 480 
GAGTGACATGCGGCTGCCCACGCTCCTGCCCTCGTCTTCC 520 
TGGCCACCCTTGGCCTGTCCACCTGTGCTGCTGCACCAAC 560 
CTCACTGCCCTCCCTCGGCCCCACCCACCCTCTGGTCCTT 600 

610 620 630 640 
• • ■ ■ i ■ ■ ■ • 1 ■■■■ i i i ■ i I i i i i 1 i i i i I i i i i I iii'l 

CTGACCCCACTTATGC TGCTGTGAATTT TTTTTTTAAATG 640 
ATTCCAAATAAAACTTGAGCCCACTCCAAAAAAAAAA 677 
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Figure 1 1 

alphQ- SYN exons 1 -2 
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1 ■ ■ ■ < 1 ■ ■ ' < 1 1 * ■ 1 



—i. 



AATTTCAGCGATGCGAGGGCAAAGCGCTCTCGGCGGTGCG 40 
GTGTGAGCCACCTCCCGGCGCTGCCTGTCTCCTCCAGCAG 80 
CTCCCCAAGGGATAGGCTCTGCCCTTGGTGGTCGACCCTC 120 
AGGCCCTCGNTCTCCCAGGNCGACTCTGACGAGGGGTAGG 160 
GGGTGGTCCCCNGGAGGACCCAGAGGAAAGGCNGGGACAA 200 

210 220 230 240 
. . ■ . i , • ■ ■ i ■ ■ ■ ■ ' ■ ■ ■ ■ 1 ■ • • ■ 1 1 ■ ■ ■ 1 1 ■ 1 1 1 ■ ■ 1 1 * 

GAAGGGAGGGGAAGGGGAAAGAGGAAGAGGCATCATCCCT 240 
AGCCCAACCGCTCCCGATCTCCACAAGAGTGCTCGTGACC 280 
CTAAACTTAACGTGAGGCGCAAAAGCGCCCCAACCTTTTC 320 
CCGCCTTGNNCCAGGCAGGCGGCTGGAGTTGATGGCTCAC 360 
CCCGCGCCCCCTGCCCCATCCCCATCCGAGATAGGGACGA 400 

410 420 430 440 

■ ■ ■ ■ i .... i .... 1 .... i ■ i ■ i I i i i i I i i i i I 

GGAGCACGCTGCAGGGAAAGCAGCGAGCGCCGGGAGAGGG 440 
GCGGGCAGAAGCGCTGACAAATCAGCGGTGGGGGCGGAGA 480 
GCCGAGGAGAAGGAGAAGGAGGAGGACTAGGAGGAGGAGG 520 
ACGGCGACGACCAGAAGGGGCCCAAGAGAGGGGGCGAGCG 560 
ACCGAGCGCCGCGACGCGAAGTGAGGTGCGTGCGGGCTCA 600 

610 620 630 640 

■ ■ . ■ t ■ . ■ ■ ' • ■ ■ • 1 ■ • ■ • 1 ■ ■ ■ ■ 1 ■ ■ ■ ■ 1 ■ 1 ■ ■ 1 ■ ■ 1 ■ I 

GCGCAGACCCCGGCCCGGCCCCTCCTGAGAGCGTCCTGGG 640 
CGCTCCCTCACGCCTTGCCTTCAAGCCTTCTGCCTTTCCA 680 
CCCTCGTGAGCGGAGAACTGGGAGTGGCCATTCGACGACA 720 
GGTTAGCGGGTTTGCCTCCCACTCCCCCAGCCTCGCGTCG 760 
CCGGCTCACAGCGGCCTCCTCTGGGGACAGTCCCCCCCGG 800 

810 820 830 840 
. ... i .... i . , • ■ i ■ ■ ■ ■ i ... i i . . ■ ■ I i i i i i i i i i I 

GTGCCCCTCCGCCCTTCCTGTGCGCTCCTTTTCCTTCTTC 840 
TTTCCTATTAAATATTATTTGGGAATTGTTTAAATTTTTT 880 
TTTTAAAAAAAGAGAGAGGCGNGGAGGAGTCGGAGTTGTG 920 
GAGAAGCAGAGGGACTCAGGTAAGTACCTGTGGATCTAAA 960 
CGGGNGTCTTTGGAAATCCTGGAGAACGCCGGATGGAGAC 1000 

1010 1020 1030 1040 
.... i ■ ■ • ■ ' ..■■»■■■■ I ■ t ■ ■ 1 i i i t I i i i i . 1 i i i i I 

GAATGGTCGTGGGNACCGGGAGGGGGTGGTGCTGCCATGA 1040 
GGACCGCTGGGCCAGGTCTCTGGGAGGTGAGTACTTGTCC 1080 
TTTGGGGAGCCTAAGGAAAGAGACTTGACC rGGCTTTCGT 1 120 
CCTGCTTCTGATATTCCCTTCTCCACAAGGGCTGAGAGNT 1 160 
TAGGCTGCTTCTCCGGGATCC 1181 
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Figure 11 cont. 

atpha-SYN axon 3 



10 20 30 40 

i i < I I lllll it itl iilil iilll lllll lllll 1 I I 1 I 

CTTAAAAGAGTCTCACACTTTGGAGGGTTTCTCATGATTT 40 
TTCAGTGTTTTT TGTTTATTTTTGCCCGAAAGTTCTCATT 80 
CAAAGTGTATTTTATGTTTTCCAGTGTGGTGTAAAGAAAT 120 
TCATTAGCCATGGATGTATTCATGAAAGGACTTTCAAAGG 160 
CCAAGGAGGGAGTTGTGGCTGCTGCTGAGAAAACC AAACA 200 

210 220 230 240 

« « i i 1 itiil i r i i I i i l i I l l l l I I I I I I 1 I I 1 I I I I I 1 

GGGTGTGGCAGAAGCAGCAGGAAAGACAAAAGAGGGTGTT 240 
CTCTATGTAGGTAGGTAAACCCCAAATGTCAGTTTGGTGC 280 
TTGTTCATGAGTGATGGGTTAGGATAACAATACTCTAAAT 320 
GCTGGTAGTTCTCTCTCTTGATTCATTTTTGCATCATTGC 360 
TTGTCAAAAAGGTGGACTGAGTCAGAGGTATGTGTAGGTA 400 

410 420 430 440 

■ ' * * 1 * « < * l # ■ ■ ■ i i i t i I i i ■ i i i i i i I iiiii iii il 

GGTGAATGTGAACGTGTGTATNTGAGCTAATAGTAAAAAT 440 
GCGACTGTTTGCTTTTCAGATTTTTAATTTTGCCTAATAT 480 
NTATGACTTNTT AAAATGAATGTTTCTGTACTACAT AATT 520 
CTATNTCAGAGAC AGT 536 
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Figure 11 cont. 

alpha-SYN exon 4 



10 20 30 40 
. . . . i . ■ • ■ i ■ ■ ■ ■ ' ' ■ ■ ■ 1 ■ ' ■ 1 1 1 ■ 1 ■ 1 ■ ■ 1 ■ 1 1 ' 1 1 1 

CTGCAGGTCAACGGATCTGTCTCT AGTGCTGTACTTTTAA 40 
AGCTTCTACAGTTCTGAATTCAAAATTATCTTCTCACTGG 80 
GCCCCGGTGTTATCTCATTCTTTTTTCTCCTCTGTAAGTT 120 
GACATGTGATGTGGGAACAAAGGGGATAAAGTCATTATTT 160 
TGTGCT AAAATCGT AATTGGAGAGGACCTCCTGTTAGCTG 200 

210 220 230 240 
.... i .... I . ... i . ■ . ■ t .... i . ■ . . I t . ■ i l ■ i t i 1 

GGCTTTCTTCTATNTATTGTGGTGGTTAGGAGTTCCTTCT 240 
TCTAGTTTTAGGATATATATATATATTTTTTTCTTTCCCT 280 
GAAGATATAAT AATATATATACTTCTGAAGATTGAGATTT 320 
TTAAATTAGTTGTATTGAAAACTAGCT AATCAGC AATTTA 360 
AGGCTAGCTTGAGACTT ATGTCTTGAATTTGTTTTTGTAG 400 

410 420 430 440 

■ ■i.l i ... I ■ i ■ . I i i . i I i i . . I 

GCTCCAAAACCAAGGAGGGAGTGGTGCATGGTGTGGCAAC 440 
AGGTAAGCTCCATTGTGCTTATATCAAAGATGATATNTAA 480 
AGTATCTAGTGATTAGTGTGGCCCAGTATCAAGATTCCTA 520 
TGAAATTGTAAAACAATCACTGAGCATCTAAGAACATATC 560 
AGTCTTATTGAAACTGAATTCTTTATAAAGTATTTTTAAA 600 

610 620 630 640 

■ ■■■I ■ . ■ ■ I ■■■■! . ■ i . I i i i i I i i . . I 

TAGGTAAATATTGATTATAAATAAAAAATATACTTGCCAA 640 
GAATAATGAG 650 
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Figure 11 cont. 

alpha^SYN [ exon 5 



10 20 30 40 

■ ■ . . i . ■ ■ ■ i ■ ■ ■ ■ ' ■ ■ ■ ■ I ■ ■ ■ ■ 1 1 ' ■ 1 1 1 1 1 1 1 1 ■ 1 1 1 

ATATCTTAGCC AAGATTCAATGTTTGGTTGAACCACACTC 40 
ACTTGACATCT TGGTGGCTTTTGTTTCTTCTGACC ACTCA 80 
GTTATCTATGGC ATGTGTAGATACAGGTGTATGGAANCGA 120 
TGGCTAGTGGAAGTGGAATGATTTTAAGTCACTGTTATTC 160 
TACCACCCTTTAATCTGTTGTTGCTCTTTATTTGTACCAG 200 

210 220 230 240 
..■ii ■ i ■ i I ■ ■ • i i i i . < i . ■ ■ i i ■ i i i I i i i i l i i i i I 

TGGCTGAGAAGACCAAAGAGC AAGTGACAAATGTTGGAGG 240 
AGCAGTGGTGACGGGTGTGACAGCAGTAGCCC AGAAGACA 280 
GTGGAGGGAGCAGGGAGCATTGCAGCAGCCACTGGCTTTG 320 
TCAAAAAGGACCAGTTGGGCAAGGTATGGCTGTGTACGTT 360 
TTGTGTT ACAT TTAT AAGCTGGTGAGATTACGGTTCATTT 400 

410 420 430 440 
.... i ■ ... i ■■■■ i ■■■ i I i i i i > i i « i 1 i i i i I i i i i I 

TCATGTGAAGCCTGGAGGCAGGAGCAAGATACTTACTGTG 440 
GGGAACGGCTACCTGACCCTCCCCTTGTGAAAAAGTGCTA 480 
CCTTT ATATTGGTCTTGCTTGTTT 504 
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Figure 11 cont. 

alpha-SYN_exon 6__ 



10 20 30 40 

i i 1 i - ■ • 1 ■ ■ 1 1 ' ' ' ^ ' 1 1 ' 1 ' ' ' " ' 



AAAAGTTTACATACTTTGAGGTTGATAACCCATGTTGCCG 40 

C AATGTTTCCCCGGAGGCATTGTGG AGT^ ®^ 
TAPTAATATTAAGGTGTGCCATTTTCAAGATCCGTGGCCA 

ACATCCCTATATGTAAGATTTTTCCAAAACA^ •» 



160 

^^TAAiA^GMAAATGciAciTCATCATGTTCTTTTT 200 
210 220 230 240 

-i i ii- 



I . , , , I ■ ■ . , 1 ■ • ■ •' ' I , ... 1 ... I I I ■■■ ' 



rTGCTTCTTACTTT AAATATTAGAATGAAGAAGGAGCCCC 240 
ACAGGAAGGAATTCTGGAAGATATGCCTGTGGATCCTGAC 280 
AATGAGGCTTATGAAATGCCTTCTGAGGT AGGAGTCCAAG 320 
CTGAATCTTTCTAAC AAGACAGTACCAAAAACCTGTCATT 360 
GTCACATTTCTCTTTCATTAGTGCTTAGTGAGAATCATTT 400 

410 420 430 440 

. . . . I , , , , I ■ ■ ■ ■ I i r - ■ 1 • ■ ■ ' 1 1 ' ■ 1 1 1 1 1 1 1 ' ' ' | J 

GCTCTCTACATGCTCATTACGTGGACAACTTGCAAGTTAA 440 
GAATAGTTTTTACATTTTTAAAGGGTCCTTAAAAAAAAAG 480 
AGGAGGAGGAAGATGAAGAAGAGGAAGAAAGGATGTAAAA 520 
GAAATCATATGTAGTCCACATAGCTTAATATACNTACTAC 560 
TTGACCCTTTACAGGAAAAGCTTTACT.AACCCCTGCATTA 600 

610 62 0 630^ ^ 640 

GAGAATATATTTTTTTGCAAAAACATTGATTGTAAATTTT 640 
AGTGTAAAGTGGGGAGCCATTTCCTATCTCATTGGCTGTC 680 
CAGTGCTGATGCGTAATTGAAACTTATACT AACAGTGTGT 720 

GCTGTCT 727 
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Figure 11 cont. 

alpha-SYN exon 7 



10 20 30 40 

■ ■ . ■ i ■ ■ ■ ■ i ■ ■ ■ I ... i i i ■ t i 1 i i i i I i i i i I 

TTTTGATTTTTCTAATATTAGGAAGGGTATCAAGACTACG 40 
AACCTGAAGCCT AAGAAATATCTTTGC TCCCAGT TTCTTG 80 
AGATCTGCTGAC AGATGTTCCATCCTGTACAAGTGCTC AG 120 
TTCCAATGTGCCCAGTCATGAC ATTTCTC.AAAGTTTTTAC 160 
AGTGTATCTCGAAGTCTTCCATCAGCAGTGATTGAAGCAT 200 

210 220 230 240 

■ ■ ■ ■ i ■ ■ ■ ■ i ■ ■ ■ ■ 1 ■ ■ ■ ■ 1 ■ 1 ■ ■ 1 ■ ■ ■ ■ I ' ■ ' ■ * 1 ■ ■ 1 I 

CTGTACCTGCCCCCACTCAGCATTTCGGTGCTTCCCTTTC 240 
ACTGAAGTGAATACATGGTAGCAGGGTCTTTGTGTGCTGT 280 
GGATTTTGTGGCTTCAATCTACGATGTTAAAACAAATTAA 320 
AAACACCTAAGTGACTACCACTTATTTCTAAATCCTCACT 360 
ATTTTTTTGTTGCTGTTGTTCAGAAGTTGTTAGTGATTTG 400 

410 420 430 440 
• • « ■ ' ■ ■ ■ ■ I .... i .till ■ ■ i i i ■ ■ ■ t I 1 1 i i 1 i i i i I 

CTATCATAT ATTATNAGATTTTTAGGTGTCTTTTAATGAT 440 
ACTGTCTAAGAATAATGACGTATTGTGAAATTTGTTAATA 480 
TATATNATACTT AAAAATATGTGAGCATGAAACTATGCAC 520 
CTAT AATACTAAATATGAAATTTTACCATTTTGCGATGTG 560 
TTTTA T TCACTTGTGTTTGTATATNAATGGTGAGAATTAA 600 

610 620 630 640 

■ ■ ■ ■ i ■ ■ ■ ■ I ■ ■ • ■ 1 ■ ■ ■ ■ 1 ■ ■ * ' 1 1 ■ * ■ 1 1 ■ ■ 1 1 ■ 1 ' 1 1 

AATAAAACGTTATCTCATTGCAAAAATATTTTATTTTTAT 640 
CCCATCTCACTTTAATAATAAAAATCATGCTTATAAGCAA 680 
CATGAATTAAGAACTGACACAAAGGACAAAAATATAAAGT 720 
TATTAATAGCCATTTGAAGAAGGAGGAATTTTAGAAGAGG 760 
TAGAGAAAATGGAACATTAACCCTACACTCGGAATTCCCT 800 

810 820 830 840 

■ ■ ■ ■ i ■ ■ ■ ■ I ■ • • « ' ■ ■ ■ » 1 ■ ■ ■ ■ 1 ■ ■ ■ ■ 1 ■ * ■ ■ 1 ' ■ ■ ■ I 

GAAGCAACACTGCCAGAAGTGTGTTTTGGTATGCACTGGT 840 
TCCTTAAGTGGCTGTGATTAATTATTGAAAGTGGGGTGTT 880 
GAAGACCCCAACTACTATTGTAGAGTGGTCTATTTCTCCC 920 
TTCAATCCTGTCAATGTTTGCTTTACGTATTTTGGGGAAC 960 
TGTTGTTTGATGTGTATGTGTTTATAATTGTTATACATTT 1000 

1010 1020 1030 1040 
.... i ■ ... I .... i ... ■ 1 ■ ■ i i i i ■ I i i ■ i I iii i 1 

TTAATTGAGCCTTTTATTAACATATATTGTTATTTTTGTC 1040 

TCGAAATAATTTTTTAGTTAAAATCTATTTTGTCTGATAT 1080 

TGGTGTGAATGCTGTACCTTTCTGACAATAAATAATATNC 1 120 

GACCATGAATAAAAAAAAAAAAAAAGTGGGTTCCCGGGAA 1 160 

CTAAGCAGTGTAGAAGATGATTTTGACTACACCCTCCTTA 1200 
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Figure 11 cont. 



alpha-SYN exon 7 




1240 



GAGAGCCATAAGACACATTAGCACATATTAGCACATTCAA 1240 

GGCTCTGAGAGAATGTGGT TAACTTTGTTTAACTCAGCAT 1280 

TCCTCACTTTTTTTTTTTAATC ATCAGAAATTCTCTCTCT 1320 

CTCTCTCTTTTTCTCTCGCTCTCTTTTTTTTTTTTTTTTT 1360 

TTTTACAGGAAATGCCTTTAAACATCGTTGGGAACTACCA 1400 

1410 1420 1430 1440 



GAGTCACCTT AAAGGGAGNATCAATTCTCTAGGACTGGAT 1440 
AAAAATTTC ATGGGCC TCCTTT AAAATGTTGCCCAAATAT 1480 
ATGGAATTCTAGGGGTTTTTCCNTAGGGGGAAGGGTT1 TT 1520 
TCTCTTTTCNGGGGAGGATCCTTTTAACNCCCCNGGGGGG 1560 
NGCCCGGAAAATAAACTTGGNGGGGGGGNAAAACTT 1596 



i i i i i i i i i I 1 i i l I 
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